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addThresholdCq Add  systemCalculatedThresholdValue, systemCalculatedCqValue,
and userProvidedCqValue to results_Table or standardCurveRe-
sults_Table files.
Description

Function adds systemCalculatedThresholdValue and systemCalculatedCqValue to results_Table or
standardCurveResults_Table files. User can also add userProvidedCqValue to file by setting cal-
culateUserProvidedCq parameter to "Yes". If user wants system to calculate userProvidedCqValue
they must provide userProvidedThresholdValue’s.

Usage

addThresholdCq(file, calculateUserProvidedCq)

Arguments

file results_Table or standardCurveResults_Table file that is read in.

calculateUserProvidedCq
defines if user wants UserProvidedCq value to be calculated and added to file.
Update variable to "Yes" to have value added or "No" if not.

Value

Writes updated CSV file to local directory.
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dbInstance Indicates whether MDMAPR is connected to a database instance or
not.

Description

Function to indicate if MDMAPR will be run with a database instance. If MDMAPR is to be run
with a database connection, update dbInstance to "Yes" and if not, update dblnstance to "No". If
the application is run with a database connection update the dbVariables function with the correct
database connection details before launching app.

Usage

dbInstance(x)

Arguments
X defines if there is a database connection or not. Must be either updated to "Yes"
or "No".
Details

dblnstance

Value

No return value.

Examples

dbInstance("Yes")
dbInstance("No")

dbVariables Information needed to connect to a local or remote MDMAPR MySQL
database instance.

Description

Function stores username, password, database name, and host name for database instance to connect
to. Please ensure dblnstance() is set to "Yes" if you are running the application with a database
connection.

Usage

dbVariables(user, password, dbname, host)
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Arguments
user defines username for database connection.
password defines password for database connection.
dbname defines name of database connection.
host defines host name for database connection.
Details
dbVariables
Value

No return value.

Examples
dbVariables(user = "root",
password = "Test23!",

dbname = 'MDMap_2.0',
host = "127.0.0.1")

formatRawFluorescenceFile
Format raw qPCR fluorescence file data for results_Table or standard-
CurveResults_Table.

Description

Function formats raw qPCR fluoresence file data from MIC, StepOnePlus or Biomeme two3/Franklin
machines into table that includes well location names and fluorescence data for each reaction cycle.
The table is written to the local machine directory as a CSV file. The formatted data can be copied
and pasted into the results_Table or standardCurveResults_Table, which are used in the MDMAPR
2.0 MySQL database.

Usage

formatRawFluorescenceFile(rawFluorescenceFile, platform, outputFileName)

Arguments
rawFluorescenceFile
defines raw qPCR fluorescence file to read in.
platform defines platform fluorescence file was generated from.

outputFileName defines output name for CSV file that data will be written to.

Value

Writes CSV file to local directory.
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launchApp Launch the MDMAPR app.

Description

This function runs the MDMAPR Shiny web application. Please update the dblnstance function
first to specify if you are running the application with or without a database connection. If you
are running the application with a database, then after updating the dblnstance function, run the
dbVariables function to input the variables needed to establish a connection to your MDMAPR
MySQL database instance. Then run launchApp() to launch app.

Usage

launchApp()

Value

shiny application object
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